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Thiamethoxam application can decrease the genetic diversity of Bemisia 
tabaci | Gennadius|] biotype B 

CHU Dong" [] XU Bao-Yun'[] WU Qing-Jur [] WAN Fang-Hao О XIAO Li-Feng'[] ZHU Guo-Ren'[] ZHANG 
You-Jun? T] 1. High-Tech Research Center] Shandong Academy of Agricultural Sciences[] Jinan 2501000 
China[] 2. Institute of Vegetables and Flowers[] Chinese Academy of Agricultural Sciences[] Beijing 100081[] 
China[] 3. State Key Laboratory for Biology of Plant Diseases and Insect Pests[] Institute of Plant Protection[] 
Chinese Academy of Agricultural Sciences[] Beijing 1000810 Са 

Abstract[] The effects of the application of thiamethoxam on the genetic structure of invasive Bemisia, tabaci 
[] Gennadius[] biotype B were analyzed using four polymorphic microlsatellite loci. The results showed that 
resistance of В. tabaci biotype B selected by thiamethoxam for 18 generations was 19.08 times that of the 
susceptible population. Compared with the genetic structure of the control роршанон] susceptible population T] 
the distribution of the allele frequency also changed. Meanwhile[] the average value of number of alleled] №, 0 
decreased from 2.750 to 2.250[] gene heterozygosity] A[] decreased from 0.459 to 0.299[] polymorphism 
information content|] P/C[] decreased from 0.393 to 0.2500 and the effective number of alleles[] Л, [] 
decreased from 2.051 to 1.488. The standard genetic distance between the susceptible and resistant 
populations was 0.15. The results suggested that application of insecticide might be one important factor 
affecting the genetic structure of B . tabaci biotype B. 
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Table 1 Тһе primer sequences and annealing temperature 

of the four microsatellite loci used in the study 
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Table 2 Susceptibility to thiamethoxam in the susceptible 





and resistant population of Bemisia tabaci biotype B 


pn 00000 и» snnm 0000 
Population 16» i mg/1[] 95% FL RF 





TH-S 1.89 + 3.04x 10.54 9.17 - 12.12 1.00 
TH-R 1.61 + 1.29х 201.10 71.82 – 562.94 19.08 
TH-SU D 000000 Susceptible population] TH-ROI D] U 0 0 0 00 


Resistant population[] [] [] [] The same for the following tables. 
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Table 3 Allele frequencies in the susceptible and 

resistant population of Bemisia tabaci biotype В 
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Table 4 Genetic variance in the susceptible and resistant population of Bemisia tabaci biotype В 
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